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This is the complete E. coli ushA coding sequence as reported by Burns and Beacham

(1986). The numbers at the end of each row indicate the position of the first nucleotide

in each row, with the first nucleotide in the initiation codon being position 1.

locations of primers used in this study are indicated, with any variation from the ushA

sequence being noted by the shaded bases. The arrows indicate 5’3’ direction of the

primer.
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721
CCTGCCGGAT
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GCAGAAAACA
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AACGGCATCT
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GAGTTTCGTA
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AAGAAAGTGA
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GAAAACCAGC
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GAAGTGAARA
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1201
TTTGCGGTGA
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AAARAACGTGC
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AAAGAGGTGA
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CCGCAATTTG
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AAAGGCGAAC
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ACCGGCGGTG
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ATTGATGCCG
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TATGAACCGA

1654
TCCGAAAGTG
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AAATTTGGCA
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CGCTGGCGAT

AAAAACAGGT

GGATTGTGCA

ATGGCGAAAT

CCTGGGAAGA

AAATGATCTC

TAGGCGAAAC

ATATGGGGCG

TGAGCGGAGG

TGAAAGTGCA

TTGATTACCT

CCAACGTTAG

CGGTCGATCC

ATGGATATCC

AAGTGCTGAA

AAGGTGAGGT

CCGGATGTTT

TCG

GATCGTCGGT

CGATTACGTG

GGCGCATGAG

GAAAATGGTT

CGGGAAAAGC

GCTGTTATCA

CAATGGTCGT

GTTGATTCTG

CGGAATTCGT

GCCATTCGGC

GACCGCCGTC

CTTTGTGGCG

GGCGAAAACT

GCGCCTTGAT

AGCGTATATC

GAGCTGGCAG

GCATCCGGCA

GGTCACTCGC

CCGGGTACGC

TGGGGCAAAT

AACTACCAGC

GAGCGCGTGC

CCGTTCCAGA

CTGGAAGGCG

GCAGCCCAAA

GATTCTATCG

AATGTGGTGG

GCGCAGATGA

AAAGACGGCA

TACCGTATGG

AACARACCGG

CAGAAAAGCT

TAA

CAATGCTTAA

AAGATACEGT
CATGCAAACC
ACGTGGGACG
TGATTCCGGT
TTTACACTCC
ACAAAGGCAA
ATCGTGACAA
TGGATCGCAC
AAGCAGGCGA
TGTATGCCGA
AGCCAGATTC
AACTGAACGA
CGACATTAAA
GCTATGTGAA

CGCCGCTGGA

TCGCGGCGGG
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CTGCATGGCG

AGATCAACAA

GGCTGATTTT

GAACCTGAAG

TGAAATCGCT

AGCGCAGCTG

AGTGCGTTTT

TGGTGCCGAC

TATCAGCTAT

CATGACCGGT

AGGTGCCTAC

CCTTAAAATC

CTTCAATGCC

TACCGGCTTT

TGTGAGTGTT

CGATATCAGC
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E. cOLI5’-NUCLEOTIDASE SEQUENCE

This is the primary structure of the E. coli 5’-nucleotidase, with changes to the amino
acid sequence induced by oligonucleotide-directed mutagenesis indicated above the

wild type sequence. The arrow between residues 25 and 26 indicates the end of the

leader peptide, with the mature protein starting at residue 26.
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